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Disease and dataset ‘

Breast cancer : TNBC V.S. Normal TNBC
Adrenocortical carcinoma (61) Title : GSE58135 Breast Cancer RNA-seq

+ Breast carcinoma (1537)

Summary ;| pNA-seq was performed on 28 breast cancer cell lines, 42 Triple Negative Breast Cancer (TNBC) primary

GSE45419 (32) tumors, and 42 Estrogen Receptor Positive (ER+) and HER2 Negative Breast Cancer primary tumors. 30
uninovlved breast tissue samples that were adjacent to ER+ primary tumors, 5 breast tissue samples from
GSE48213 (52) reduction mammoplasty procedures performed on patients with no known cancer, and 21 uninvolved breast

tissue samples that were adjacent to TNBC primary tumors.

Breast cancer - TNBC

GSE48216 (52)

GSE51124 (27) I Breast cancer - Normal TNBC
GSE52194 (20) DE coding transcripts mi Search
4 GSES8135 (163)
Bresst cancer - Up regulation © Pvalue< 1E6 ¢ Result Download %‘”“ ““‘”‘""ﬂ
Subset pair

Adjusted Subset 1 Subset 2
Breast cancer - TNBC: Pvalue FPKM FPKM

Transcript ID

I 739E-20 6412 265 ENST00000366955.5  CENPF-001
Cancer v.s. Cancer (2) 2 279E-19 2038 1.03 ENST00000454366.1 GTSE1-001

“ Cancer v.s. Normal (2) 3 SSSE-19 1243 0.54 ENST00000368653.5 MKI67-002
Normal ER+ (30) v.. TNBC (42) 4 L70E-18 1421 044 ENST00000367409.6 ASPM-001

5 1.87E-18 18.77 0.51 ENST00000534626.4 RECQL4-008

ERECK27) = Noome TABG((2L]] 6 268E-18 1375 028 ENST00000367900.5 NUF2-002
7 3SBE-18  13.40  0.97 ENST00000380026.5  CENPE-001
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Cancer RNA-Seq Nexus http://www.ncbi.nlm. nih. gov/pubmed/26602695

CircNet http://www.ncbi.nlm. nih. gov/pubmed/26450965
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